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« 7450 BTC tumors were analyzed using Next Generation Sequencing (NextSeq), Whole Exome
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« CTNNB1 mutations are rare in BTC (1.3%)
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ATM-mt (9% vs 3%). CTNNB1-wt tumors were more likely BAP1-mt (9% vs 0%) and IDH1-mt . . . .
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Patients with CTNNB1 Q1 tumors had significantly better OS vs CTNNB1 Q4. o« "™ m oo ow w2, - CTNNBTmutation status and expression levels may serve as predictive
(A: 14.5 vs 12.4 mo, HR 0.88, p=0.007). This association held in IHCC (B: 15.0 vs 10.6 mo, HR 0.77, p<0.00001) and prognostic markers in patients with BTC undergoing systemic
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