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LMD is more common in male patients and may be 
associated with various genomic alterations and 

tumor microenvironment differences. Overall 
survival does not differ from patients without LMD, 

but these differences may provide clues to the 
pathogenesis and treatment resistance of HGG.

Background/Methods: 

• Leptomeningeal disease (LMD) is a challenging 
complication of high grade glioma (HGG) and 
questions remain regarding risk factors, 
molecular associations, and optimal treatment. 
Here we report updated results on a larger 
cohort from our previously reported multi-
center study (Shoaf et al. 2022, Neuro-
Oncology [Abstract]).

• Patients with molecularly-profiled HGG (Caris 
Life Sciences; Phoenix, AZ) with LMD at 3 
institutions were included. Medical records 
were reviewed for clinicopathologic 
characteristics and outcome, and Next 
Generation Sequencing was performed. 
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n= 20  ;  52

Median age:
54.5 yrs

(43-68 yrs)

Results:

Tumor Microenvironment: Immune-Related Genes
& Cell Populations

LMD (n=72)
Comparison (n=5431)
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https://www.carislifesciences.com/wp-content/uploads/2020/08/MI-Tumor-Seek-Profile-Menu.pdf
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Overall Survival (Days)

pLMD-OS: 
16.9m vs. 
5.5m; 
p=<0.0001

pLMD-OS: 
15.2m vs. 
6.2m; 
p=0.0002

mOS: 16.9m 
vs. 20.9mm; 
p=0.36

mOS: 16.9m 
vs. 20.9m; 
p=0.72

pLMD-OS: 
6.8m vs. 
8.7m; 
p=0.33

pLMD-OS: 
10.5m vs. 
6.6m; 
p=0.13

Ce
ll 

fr
ac

tio
n 

(%
)


	Slide Number 1

